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<160> 3 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1667 
<212> DNA 

<213> Homo sapiens 
<400> 1 

aagcacaggc caccactctg ccctggtcca cacaagctcc ggtagcccat ggagccctgg 60 

cctctcctcc tgctctttag cctttgctca gctggcctcg tcctgggctc cgaacatgag 120 

acccgtctgg tggcaaagct atttaaagac tacagcagcg tggtgcggcc agtggaagac 180 

caccgccagg tcgtggaggt caccgtgggc ctgcagctga tacagctcat caatgtggat 240 

gaagtaaatc agatcgtgac aaccaatgtg cgtctgaaac agcaatgggt ggattacaac 3 00 

ctaaaatgga atccagatga ctatggcggt gtgaaaaaaa ttcacattcc ttcagaaaag 3 60 

atctggcgcc cagaccttgt tctctataac aatgcagatg gtgactttgc tattgtcaag 420 

ttcaccaaag tgctcctgca gtacactggc cacatcacgt ggacacctcc agccatcttt 480 

aaaagctact gtgagatcat cgtcacccac tttccctttg atgaacagaa ctgcagcatg 540 

aagctgggca cctggaccta cgacggctct gtcgtggcca tcaacccgga aagcgaccag 600 

ccagacctga gcaacttcat ggagagcggg gagtgggtga tcaaggagtc ccggggctgg 660 

aagcactccg tgacctattc ctgctgcccc gacaccccct acctggacat cacctaccac 720 

ttcgtcatgc agcgcctgcc cctctacttc atcgtcaacg tcatcatccc ctgcctgctc 780 

ttctccttct taactggcct ggtattctac ctgcccacag actcagggga gaagatgact 840 

ctgagcatct ctgtcttact gtctttgact gtgttccttc tggtcatcgt ggagctgatc 900 

ccctccacgt ccagtgctgt gcccttgatt ggaaaataca tgctgttcac catggtgttc 960 

gtcattgcct ccatcatcat cactgtcatc gtcatcaaca cacaccaccg ctcacccagc 1020 

acccatgtca tgcccaactg ggtgcggaag gtttttatcg acactatccc aaatatcatg 1080 

tttttctcca caatgaaaag accatccaga gaaaagcaag acaaaaagat ttttacagaa 1140 

gacattgata tctctgacat ttctggaaag ccagggcctc cacccatggg cttccactct 1200 

cccctgatca aacaccccga ggtgaaaagt gccatcgagg gcatcaagta catcgcagag 1260 

accatgaagt cagaccagga gtctaacaat gcggcggcag agtggaagta cgttgcaatg 1320 

gtgatggacc acatactcct cggagtcttc atgcttgttt gcatcatcgg aaccctagcc 1380 

gtgtttgcag gtcgactcat tgaattaaat cagcaaggat gagcagaaaa tgagctgagc 144 0 

ttagctctgc cctggaacct accagagcag agaagggcag gagaggaaga tttgtctact 1500 

tgctccactc gcacttatca aacgtgttat attccatact tattattgat gataagattt 1560 

acctttatgt aagtttatgg ccttgaagtg ttttcatatt gcttctccct ttagttctgc 1620 

tgtctccctg aagagtgaac cctctttagt aaatgaaact aatcact 1667 



<210> 2 
<211> 457 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Glu Pro Trp Pro Leu Leu Leu Leu Phe Ser Leu Cys Ser Ala Gly 
15 10 15 



Leu Val Leu Gly 
20 

Lys Asp Tyr Ser 
35 

Val Glu Val Thr 
50 

Glu Val Asn Gin 
65 

Val Asp Tyr Asn 

Lys He His He 
100 

Tyr Asn Asn Ala 
115 

Leu Leu Gin Tyr 
130 

Lys Ser Tyr Cys 
145 

Asn Cys Ser Met 

Ala He Asn Pro 
180 

Ser Gly Glu Trp 
195 

Thr Tyr Ser Cys 
210 

Phe Val Met Gin 
225 

Pro Cys Leu Leu 

Thr Asp Ser Gly 
260 

Leu Thr Val Phe 
275 

Ser Ala Val Pro 
290 

Val He Ala Ser 
305 

Arg Ser Pro Ser 

He Asp Thr He 
340 

Ser Arg Glu Lys 
355 

Ser Asp He Ser 
370 

Pro Leu He Lys 
385 

Tyr He Ala Glu 

Ala Glu Trp Lys 
420 

Val Phe Met Leu 
435 

Arg Leu He Glu 
450 



Ser Glu His Glu 

Ser Val Val Arg 
40 

Val Gly Leu Gin 
55 

He Val Thr Thr 
70 

Leu Lys Trp Asn 
85 

Pro Ser Glu Lys 

Asp Gly Asp Phe 
120 

Thr Gly His He 
135 

Glu He He Val 
150 

Lys Leu Gly Thr 
165 

Glu Ser Asp Gin 

Val He Lys Glu 
200 

Cys Pro Asp Thr 
215 

Arg Leu Pro Leu 
230 

Phe Ser Phe Leu 
245 

Glu Lys Met Thr 

Leu Leu Val He 
280 

Leu He Gly Lys 
295 

He He He Thr 
310 

Thr His Val Met 
325 

Pro Asn He Met 

Gin Asp Lys Lys 
360 

Gly Lys Pro Gly 
375 

His Pro Glu Val 
390 

Thr Met Lys Ser 
405 

Tyr Val Ala Met 

Val Cys He He 
440 

Leu Asn Gin Gin 
455 



Thr Arg Leu Val 
25 

Pro Val Glu Asp 

Leu He Gin Leu 
60 

Asn Val Arg Leu 
75 

Pro Asp Asp Tyr 
90 

He Trp Arg Pro 
105 

Ala He Val Lys 

Thr Trp Thr Pro 
140 

Thr His Phe Pro 
155 

Trp Thr Tyr Asp 
170 

Pro Asp Leu Ser 
185 

Ser Arg Gly Trp 

Pro Tyr Leu Asp 
220 

Tyr Phe He Val 
235 

Thr Gly Leu Val 
250 

Leu Ser He Ser 
265 

Val Glu Leu He 

Tyr Met Leu Phe 
300 

Val He Val He 
315 

Pro Asn Trp Val 
330 

Phe Phe Ser Thr 
345 

He Phe Thr Glu 

Pro Pro Pro Met 
380 

Lys Ser Ala He 
395 

Asp Gin Glu Ser 
410 

Val Met Asp His 
425 

Gly Thr Leu Ala 
Gly 



Ala Lys Leu Phe 
30 

His Arg Gin Val 
45 

He Asn Val Asp 

Lys Gin Gin Trp 
80 

Gly Gly Val Lys 
95 

Asp Leu Val Leu 
110 

Phe Thr Lys Val 
125 

Pro Ala He Phe 

Phe Asp Glu Gin 
160 

Gly Ser Val Val 
175 

Asn Phe Met Glu 
190 

Lys His Ser Val 
205 

He Thr Tyr His 

Asn Val He He 
240 

Phe Tyr Leu Pro 
255 

Val Leu Leu Ser 
270 

Pro Ser Thr Ser 
285 

Thr Met Val Phe 

Asn Thr His His 
320 

Arg Lys Val Phe 
335 

Met Lys Arg Pro 
350 

Asp He Asp He 
365 

Gly Phe His Ser 

Glu Gly lie Lys 
400 

Asn Asn Ala Ala 
415 

He Leu Leu Gly 
430 

Val Phe Ala Gly 
445 



<210> 3 
<211> 437 
<212> PRT 

<213> Torpedo californica 



Ser Glu His Glu Thr Arg Leu Val Ala Asn Leu Leu Glu Asn Tyr Asn 

1 5 10 15 

Lys Val He Arg Pro Val Glu His His Thr His Phe Val Asp lie Thr 

20 25 30 

Val Gly Leu Gin Leu He Gin Leu He Ser Val Asp Glu Val Asn Gin 

35 40 45 

He Val Glu Thr Asn Val Arg Leu Arg Gin Gin Trp He Asp Val Arg 

50 55 60 

Leu Arg Trp Asn Pro Ala Asp Tyr Gly Gly He Lys Lys He Arg Leu 
65 70 75 80 

Pro Ser Asp Asp Val Trp Leu Pro Asp Leu Val Leu Tyr Asn Asn Ala 

85 90 95 

Asp Gly Asp Phe Ala He Val His Met Thr Lys Leu Leu Leu Asp Tyr 

100 105 11° 

Thr Gly Lys He Met Trp Thr Pro Pro Ala He Phe Lys Ser Tyr Cys 

!15 120 125 

Glu He He Val Thr His Phe Pro Phe Asp Gin Gin Asn Cys Thr Met 

130 135 140 

Lys Leu Gly He Trp Thr Tyr Asp Gly Thr Lys Val Ser lie Ser Pro 
!4 5 150 155 I 60 

Glu Ser Asp Arg Pro Asp Leu Ser Thr Phe Met Glu Ser Gly Glu Trp 

165 170 I" 

Val Met Lys Asp Tyr Arg Gly Trp Lys His Trp Val Tyr Tyr Thr Cys 

180 I 85 i90 

Cys Pro Asp Thr Pro Tyr Leu Asp He Thr Tyr His Phe He Met Gin 

^ 195 200 205 

Arg He Pro Leu Tyr Phe Val Val Asn Val lie He Pro Cys Leu Leu 

210 215 220 

Phe Ser Phe Leu Thr Gly Leu Val Phe Tyr Leu Pro Thr Asp Ser Gly 

230 

Glu Lys Met Thr Leu Ser He Ser Val Leu Leu Ser Leu Thr Val Phe 

245 250 255 

Leu Leu Val lie Val Glu Leu He Pro Ser Thr Ser Ser Ala Val Pro 

260 265 270 

Leu He Gly Lys Tyr Met Leu Phe Thr Met He Phe Val He Ser Ser 

275 280 285 

He He He Thr Val Val Val He Asn Thr His His Arg Ser Pro Ser 

290 295 300 

Thr His Thr Met Pro Gin Trp Val Arg Lys He Phe He Asp Thr He 
305 310 315 320 

Pro Asn Val Met Phe Phe Ser Thr Met Lys Arg Ala Ser Lys Glu Lys 

325 330 335 

Gin Glu Asn Lys He Phe Ala Asp Asp He Asp He Ser Asp He Ser 

340 345 350 

Gly Lys Gin Val Thr Gly Glu Val He Phe Gin Thr Pro Leu He Lys 

355 360 365 

Asn Pro Asp Val Lys Ser Ala He Glu Gly Val Lys Tyr He Ala Glu 

370 375 380 

His Met Lys Ser Asp Glu Glu Ser Ser Asn Ala Ala Glu Glu Trp Lys 

Tyr Val Ala Met Val He Asp His He Leu Leu Cys Val Phe Met Leu 
405 4 10 4X5 
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He Cys He He Gly Thr Val Ser Val Phe Ala Gly Arg Leu He Glu 

420 • 425 * 430 

Leu Ser Gin Glu Gly 
435 
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